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Y-DNA Section 
A sample of the Y-chromosome DNA was extracted, amplified and genotyped by DNA 
Diagnostics Center. Chromosomes are the double-helix genetic structures by which 
hereditary information is physically transmitted from one generation to the next. The Y 
chromosome is passed only from a father to sons; its entire purpose is to determine 
maleness. Because of its stability over time, it is useful in tracing paternal ancestry (Jobling 
and Smith 2003). The allele values or STR markers for 43 loci or specific regions on your 
DNA were reported as follows on a separate page.  
 
In YHRD, a search found 591 matches in 255,811 Haplotypes. This is approx. 1 match in 
449 Haplotypes, emerging mostly from the Eurasian - European - Western European 
Metapopulation. According to haplotype prediction, the haplogroup is R1b. The 
haplotype is most commonly reported as Western European, with the highest number of 
matches in the US, Spain, Brazil, and Germany. On a relative basis, high matches were 
also found in Greenland, Iceland, and Spain. A map of the results is on a following page. 
 
Surname History 
This interesting surname is a derivative of the female Middle English given name 
“Godeve”, which itself is a form of the 7th century  
“Godgifu,” a combination of “God” and “gift.” So the meaning would be “son of, or gift 
from, God”. Variations include Godson, Goodison, and Gooderson. 
 
Analysis and Conclusion- Y-DNA  
 
On his father’s side, the subject descends from a male ancestor who belonged to 
haplogroup R1b, sometimes (although somewhat misleadingly) called the Atlantic Modal 
Haplotype (AMH, Wilson). Hispanic matches suggest that the progenitor of this mega-
lineage might have lived in Spain. The subject’s haplotype, R1b1a2a, probably came in 
remote times from Spain, Ireland, or Germany. 
 

http://dnaconsultants.com/Detailed/215.html
http://dnaconsultants.com/Detailed/222.html
http://dnacenter.com/
http://dnacenter.com/
http://www.genome.gov/glossary.cfm?key=allele
http://www.cstl.nist.gov/div831/strbase/intro.htm
http://www.genome.gov/glossary.cfm?key=marker
http://www.genome.gov/glossary/?id=116
http://www.genome.gov/glossary.cfm?key=deoxyribonucleic%20acid%20%28DNA%29
http://en.wikipedia.org/wiki/Haplogroup_R1b_(YDNA)
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R1b reaches its highest frequency on the Atlantic Fringe, in Connacht, Ireland. Bryan Sykes 
in his book Blood of the Isles (in America, Saxons, Vikings and Celts) gives the populations 
associated with R1b the name of Oisín for a clan patriarch, much as he did for 
mitochondrial haplogroups in his work The Seven Daughters of Eve. Stephen 
Oppenheimer in his book The Origins of the British calls this type Ruiz and maintains Ruiz 
was the first and most numerous male type to populate the British Isles following the last 
Ice Age (pp. 188f.). He theorized that the vast majority of British ancestry originated in a 
paleolithic Iberian people, traced to modern-day Basque populations, represented by the 
predominance of Haplogroup R1b in the United Kingdom today.  
 

 
 
Haplogroup R1b is the most common male type in modern-day Europe, found in 
approximately 40% of all males. The mutations characterizing it are M173 and M343 (Y 
Chromosome Consortium; Karafet et al.). The subject’s particular male lineage probably 
originated in the British Isles (to judge from the surname history).   
 
R1b was formerly viewed as the lineage of the Niall of the Nine Hostages. More recent 
studies of its high concentrations in Belfast (44%) and County Mayo (43%), however, 
suggest that the pattern more generally "hints at La Tène movements into Ireland" 
(Manco, pp. 189-90). 
 
 
 

http://en.wikipedia.org/wiki/Stephen_Oppenheimer
http://en.wikipedia.org/wiki/Stephen_Oppenheimer
http://en.wikipedia.org/wiki/Stephen_Oppenheimer#Origins_of_the_British
http://en.wikipedia.org/wiki/Basque_people
http://en.wikipedia.org/wiki/Haplogroup_R1b
http://en.wikipedia.org/wiki/United_Kingdom
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According to Eupedia, the following men are famous examples of R1b: 

Bogdanowicza et al. (2009) tested the Y-chromosomal DNA and 
mitochondrial DNA of the exhumed remains of the Prussian 
Renaissance astronomer Nicolaus Copernicus. They established that 
he belonged to Y-haplogroup R1b and mt-haplogroup H. 

 

Rogaev et al. (2009) tested the DNA of the presumed grave of Tsar 
Nicholas II of Russia and all his five children, and compared them 
against archival blood specimens from Nicholas II as well as against 
samples from descendants of both paternal and maternal lineages. 
The results unequivocally confirmed that the grave was the one of the 
last Russian Royal family. Nicholas II belonged to Y-haplogroup R1b 

and mt-haplogroup T2. Consequently, all Russian emperors of the Romanov dynasty 
since Peter III (1728-1762) also belonged to haplogroup R1b. This paternal lineage 
ultimately descends from the House of Oldenburg, which includes all the Kings of 
Denmark since Christian I (reigned from 1448) as well as several Kings of Norway, 
Sweden and Greece, and the current heirs to the British throne (Prince Charles and his 
son Prince William). 

The great English naturalist Charles Darwin (1809-1882), who 
proposed the scientific theory of evolution and the process of natural 
selection, was a member of haplogroup R1b according to the test 
results from his great-great-grandson. 

 

Quite a few U.S. Presidents had their haplogroups deduced from descendant testing. 
Among those whose R1b subclade remains to be determined, we find Zachary 
Taylor (12th), Franklin Pierce(14th), William McKinley (25th), and Woodrow 
Wilson (28th). 

 
Mitochondrial Section 
A mitochondrial specimen was extracted and amplified by the PCR process for markers or 
mutations in the control sections of the D loop known as Hypervariable Regions I and II 
containing several hundred base pairs of DNA. The differences from the reference series 
mutations are reported from the lab in the page at the end of this report (rCRS; Andrews; 
Anderson). A mutation is any inheritable change in a nucleotide in the DNA sequence of 
genes. Although mutations in the D loop of mitochondrial DNA do not change the 
individual or have any effect, they have been found useful in tracing female, or 
mitochondrial, lineages (Richards and Macaulay).  

http://www.eupedia.com/europe/Haplogroup_R1b_Y-DNA.shtml
http://www.pnas.org/content/early/2009/07/06/0901848106.abstract
http://en.wikipedia.org/wiki/Nicolaus_Copernicus
http://www.pnas.org/content/early/2009/02/26/0811190106.abstract
http://en.wikipedia.org/wiki/Nicholas_II_of_Russia
http://en.wikipedia.org/wiki/Nicholas_II_of_Russia
http://www.eupedia.com/forum/showthread.php?25231
http://en.wikipedia.org/wiki/Charles_Darwin
http://en.wikipedia.org/wiki/Zachary_Taylor
http://en.wikipedia.org/wiki/Zachary_Taylor
http://en.wikipedia.org/wiki/Franklin_Pierce
http://en.wikipedia.org/wiki/William_McKinley
http://en.wikipedia.org/wiki/Woodrow_Wilson
http://en.wikipedia.org/wiki/Woodrow_Wilson
https://en.wikipedia.org/wiki/Mitochondrial_DNA
http://dnaconsultants.com/dna-glossary
http://www.cstl.nist.gov/biotech/strbase/glossary.htm#Marker
https://dnaconsultants.com/dna-glossary/
http://www.genome.gov/glossary.cfm?key=gene
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According to Richards et al. (2000), the subject’s mutations belong to haplogroup H and 
correspond in fact with the reference sample (H) adduced in the following country 
matches: 
 
Northeast Europe 2 Scandinavia 4 Northwest Europe 3 
West Mediterranean 2 North Central Europe 2 Alpine 2 
Turkey 1 Mediterranean East 2  

 
The haplotype was further defined in Phlyotree.org as H11a. H11a is defined by mutation 
16293G. A related haplogroup, H24, is also defined by 16293G but lacks 16311C, which is 
found in the subject. H24 is present in Sweden. 
 
In the Mitochondrial DNA Concordance there were the following matches (where red 
indicates a matching, blue an added, and black a missing mutation): 
 
16293[G] 16311[C]  •Twgdam; 224(95F-221); Cauc. Amer (1) 

•Richards,96; 396; Cornish(1) 
•Horai,90; SB32; Cauc. UK(1) 
•Miller,96; NOR.0025; Norwegian(1) 
•Miller,96; NOR.0029; Norwegian(1) 
•Horai,90; SB13; South African(1) 

195[C] 263[G] 309.2[C] 315.1[C] •Twgdam; 103(TDK); Cauc. Amer.(1) 
•Piercy,93; RC1:37; Cauc. UK(1) 
•Miller,96; FPH.0344; Faroese(1) 
•Miller,96; NIR.0252; N. Irish(1) 
•Calafell,96; 34; Turkish(1) 

 
Mutation 309.2[C] is extremely rare and not found in many research data bases. 
 
Analysis and Conclusion- MItochondrial  
On his mother’s side, the subject descends from a female of the Eurasian haplogroup H, 
termed Helena in the scheme of Oxford Ancestors (Sykes). Probably, the subject’s female 
ancestor came from Northwest Europe, more specifically the United Kingdom, as this is 
the modal or most common location of matches for this haplotype. The highest frequency 
of H in general occurs in Spain and France, and it is believed that H was the main maternal 
lineage that created the hunter-gatherer Magdalenian culture of cave art, made famous 
by the paintings at Lascaux and 150 other locations in southern France and northern Spain 
and Portugal. When agriculture emerged from the Middle East some 7,000 to 9,000 years 
ago, H was also among the culture bearers, developing distinctive painted pottery.  
 

http://www.stats.gla.ac.uk/%7Evincent/founder2000/index.html
http://www.phylotree.org/
http://www2.bioanth.cam.ac.uk/mtDNA/toc.html
http://www.oxfordancestors.com/
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H11 is found across most of northern, central and eastern Europe, but also in Central Asia, 
where it might have been propagated by the Indo-European migrations (see below). H11a 
was identified in a Mesolithic hunter-gatherer from the Narva culture in Lithuania by 
Mittnik et al. (2017). Haplogroups H1, H10 and H11a in particular are far more frequent 
in Western Europe (Portugal Spain, France), where paternal lineages also show a much 
higher percentage of indigenous Mesolithic lineages (I2a1 and I2a2). The woman who 
founded H11a lived between 4,200 and 8,000 years ago. 
 
Throughout history, H has married preferentially with R1b, I and R1a, the first, second and 
third most common male lineages in Europe, also with J in the eastern Mediterranean. H 
is the most common female lineage throughout Europe, accounting for approximately 
46% of the population. Haplogroup H is also important in the royal houses of France, Spain 
and Italy. The maternal line of French queens and kings is H, traceable back to Adele, the 
last concubine of Charlemagne. As proved by several famous forensic cases, H is the clan 
of Queen Victoria, Marie Antoinette, the Tsarina Alexandra and Prince Phillip, and in fact 
the maternal line of most of European royalty (see “Clan Helena,” Gill and Jehaes). In 
addition, Susan Sarandan and Dr. Mehmet Oz are known to belong to Haplogroup H. 
 
 
Modal matches indicate that the subject is descended from a female who lived in Great 
Britain or Northern Europe. 
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Associated Medical Conditions 
According to Coskun et al. (2004), mutations that suppress mitochondrial transcription 
and replication within haplogroup H would place them at increased risk of developing 
Alzheimer's Disease (AD) compared to other major European haplogroups. However, 
this risk is mitigated between subclades. The highest risk is found in the defining 
mutation of haplogroup H5a (T4336C), which has been associated with late onset AD 
by Santoro et al. (2005). In contrast, haplogroups H6a1a and H6a1b have been found to 
be protective against AD by Ridge et al. (2012) 

Hendrickson et al. (2008) studied the role played by mitochondrial function in AIDS 
progression in HIV-1 infected persons. They found that AIDS progression was slower for 
members of haplogroups H3, I, K, U, W and X. The follow up study found that 
haplogroup H was strongly associated with increased lipoatrophy following 
antiretroviral therapy. 

Martínez-Redondo et al. (2010) found that haplogroup H was associated with a 
higher maximal oxygen uptake (VO2 max) compared to other haplogroups. This would 
imply that members of haplogroup H have a greater physical endurance during 
prolonged exercise. 

Susan Levin 
Associate Investigator 
DNA Consultants 
November 19, 2018 

 
Disclaimers 
This Test is a probabilistic prediction of ancestry for personal knowledge only. It is a non-chain of custody 
form of testing and is not intended for legal or official purposes. Its results may or may not confirm 
expected ethnic composition, family history or genealogical determinations. Alone, it may not be used to 
prove identity, biological relationships, nationality, citizenship, immigration or tribal enrollment. 
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Understanding Your Male Lineage  
 Your haplogroup (R1b, R1a, I, G etc.) represents the broad family of male lineages to 
which you belong. These genetic super-tribes have been traced back about 10,000 years 
to different areas of origin such as Western Europe, Northern Europe, the Middle East, 
Africa or the Americas. Geneticists believe all people on earth are descended directly or 
indirectly from a man who lived in Africa 200,000 to 300,000 years ago (Y-chromosomal 
Adam).   
 

 
  
Your haplotype, as defined in your Y chromosome lab report, is a specific lineage 
within that haplogroup. It reflects your direct line of father-to-son descent from 
a common founder who lived perhaps 500-1000 years ago, when surnames first 
appeared. Your lab report lists the allele values or STR markers for 26 loci or 
specific regions on your Y chromosome DNA. This is your genetic profile.  
 
You received this male signature from your father, your father from his father, 
and so forth, unchanged or only slightly modified from generation to generation. 

http://www.stats.gla.ac.uk/%7Evincent/founder2000/index.html
http://books.google.com/books?id=TSl9AAAACAAJ&dq=deep+ancestry
http://books.google.com/books?id=TSl9AAAACAAJ&dq=deep+ancestry
http://dnaconsultants.com/dna-glossary
http://dnaconsultants.com/dna-glossary
https://en.wikipedia.org/wiki/Y-chromosomal_Adam
https://en.wikipedia.org/wiki/Y-chromosomal_Adam
https://en.wikipedia.org/wiki/Y-chromosomal_Adam
https://en.wikipedia.org/wiki/Y-chromosomal_Adam
http://dnaconsultants.com/dna-glossary
http://dnaconsultants.com/dna-glossary
http://dnaconsultants.com/dna-glossary
http://dnaconsultants.com/dna-glossary
https://en.wikipedia.org/wiki/Most_recent_common_ancestor
https://en.wikipedia.org/wiki/Most_recent_common_ancestor
http://www.genome.gov/glossary.cfm?key=allele
http://www.genome.gov/glossary.cfm?key=allele
http://www.cstl.nist.gov/div831/strbase/intro.htm
http://www.genome.gov/glossary.cfm?key=marker
http://www.genome.gov/glossary.cfm?key=marker
http://www.genome.gov/glossary.cfm?key=marker
http://www.genome.gov/glossary/?id=116
http://www.genome.gov/glossary/?id=116
http://dnaconsultants.com/dna-glossary
http://dnaconsultants.com/dna-glossary
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Variations over time are called mutations.  Below is a partial phylogenetic tree for 
your Haplogroup, R1b 
 

 
  
Many males exhibit an across-the-board match with another male of the same 
surname. Both are descended without question from a common male ancestor. 
They are male-linked cousins bearing the same original family name, and a strict 
pedigree can be constructed. Others, however, match on most markers but not 
all. A great deal of expertise is required to judge whether a close match is due to 
mutations within the same lineage, or whether it represents a different lineage 
and surname altogether.   
 
 Evaluating a Possible Non-Paternity Event  
A “non-paternity event” indicates a break in the link between the Y-chromosome 
and the surname. Such a misalignment may happen in any generation. The chance 
of a nonpaternity event occurring accumulates as you go back in time through 
numerous generations. Its incidence is smallest in aristocratic lines and highest in 
groups of low social status. An unfamiliar surname in your male line might come 
from a distant adoption, illegitimacy, child known by other surname (mother's 
maiden name, stepfather's name), the use of an alias or a deliberate change of 
surname. Moreover, it may point to a time before settled surnames came into 
use. In the British Isles, the transition to fixed surnames handed down in 
patrilineal fashion began about 1100 and was not complete until after 1600.  [  
It is perhaps helpful to remember that the value of an STR at any given locus (DYS 
393, DYS 390 etc.) can mutate up or down one unit about every 500 years.  Since 
they can change in either direction, however, the effect tends to cancel out.  The 
phenomenon of convergence occurs when a configuration of scores randomly 

https://dnaconsultants.com/dna-glossary/
http://dnaconsultants.com/Detailed/220.html
http://dnaconsultants.com/Detailed/58.html
http://dnaconsultants.com/Detailed/58.html
https://en.wikipedia.org/wiki/Non-paternity_event
https://en.wikipedia.org/wiki/Non-paternity_event
https://en.wikipedia.org/wiki/Non-paternity_event#cite_note-2
https://en.wikipedia.org/wiki/Non-paternity_event#cite_note-2
http://www.genome.gov/glossary/?id=116
http://www.genome.gov/glossary/?id=116
http://dnaconsultants.com/Detailed/361.html
http://dnaconsultants.com/Detailed/361.html
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mutates to correspond to an unrelated haplotype, but this statistical event 
appears to be extremely rare and can be ignored.    
  
Your Surname History has been researched for you in your report. Variants and 
translations of a surname can often unlock mysteries. Another feature of Ysearch 
is the search by surname. This approach is a good means to see how your surname 
corresponds to your haplotype. Surnames can have several valid haplotypes, and 
a haplotype can be borne by males of different surnames.  

Some Reading and References   
1. Eupedia, “Distribution of Y Chromosome DNA Haplogroups” (major guide to 

European types), Europe Forum (and other free forums).   
2. Hirschman, Elizabeth C. and Donald N. Yates (2012). Jews and Muslims in 

British Colonial America:  A Genealogical History. Jefferson:  McFarland. 
Exhaustive listings of British Hebrew and Arabic surnames from records. -----
--------- (2004). “DNA Haplotyping and Diversity: An Anthropogenealogical 
Method for Researching Lineages and Family Ethnicity.” Paper published in 
the Proceedings of the Fourth International Conference on Diversity in 
Organisations, Communities and Nations, Los Angeles, Calif., July 6-9, 2004. 
International Journal of the Humanities 2:2043-55.    

3. King, T. E. and M. A. Jobling (2009). “What’s in a Name? Y Chromosomes , 
Surnames and the Genetic Genealogy Revolution.” Traces in Genetics 
25/8:351-60. Authors’ revised version. --------------- (2009). “Founders, Drift, 
and Infidelity:  the Relationship between Y Chromosome Diversity and 
Patrilineal Surnames.” Molecular Biology and Evolution 26/5:1093-1102.  

4. Manco, Jean (2014). Ancestral Journeys. The Peopling of Europe from the 
First Venturers to the Vikings. London:  Thames & Hudson.   

5. Oppenheimer, Stephen (2006). The Origins of the British. A Genetic Detective 
Story. New York:  Carroll & Graf.  

6. Surname Studies (bibliography). Comprehensive list, good for rare surnames 
and foreign languages and cultures.   

7. Sykes, Bryan (2013). DNA USA:  A Genetic Portrait of America. New York:  
Liveright. ---------- (2001). Saxons, Vikings and Celts. New York:  Norton.  
 

Understanding Your Female Lineage 
 
Your haplogroup (H, J, K, L etc.) describes what broad family of female lineages you belong 
to—the “daughters of Eve.” These lines are conventionally called Helena (H), Tara (T), 
Jasmine (J) and the like and have all been traced back about 20,000-50,000 years to 
different regions of the world like Western Europe, Northern Europe, the Middle East, 
Africa or the Americas. Geneticists believe all people alive today are descended from a 
woman who lived in East Africa about half a million years ago (mitochondrial Eve). A map 
of female haplogroup migrations clearly shows the human family expanded out of Africa.  

http://www.eupedia.com/europe/european_y-dna_haplogroups.shtml
http://www.eupedia.com/europe/european_y-dna_haplogroups.shtml
http://www.eupedia.com/forum/
http://www.eupedia.com/forum/
http://dnaconsultants.com/books-and-literature/jews-and-muslims-in-british-colonial-america
http://dnaconsultants.com/books-and-literature/jews-and-muslims-in-british-colonial-america
http://dnaconsultants.com/books-and-literature/jews-and-muslims-in-british-colonial-america
http://dnaconsultants.com/books-and-literature/jews-and-muslims-in-british-colonial-america
http://dnaconsultants.com/books-and-literature/dna-haplotyping-and-diversity
http://dnaconsultants.com/books-and-literature/dna-haplotyping-and-diversity
http://dnaconsultants.com/books-and-literature/dna-haplotyping-and-diversity
http://citeseerx.ist.psu.edu/viewdoc/download?doi=10.1.1.502.709&rep=rep1&type=pdf
http://citeseerx.ist.psu.edu/viewdoc/download?doi=10.1.1.502.709&rep=rep1&type=pdf
http://citeseerx.ist.psu.edu/viewdoc/download?doi=10.1.1.502.709&rep=rep1&type=pdf
http://citeseerx.ist.psu.edu/viewdoc/download?doi=10.1.1.502.709&rep=rep1&type=pdf
http://www.le.ac.uk/ge/maj4/KingJoblingRevisedWeb.pdf
http://www.le.ac.uk/ge/maj4/KingJoblingRevisedWeb.pdf
http://www.le.ac.uk/ge/maj4/KingJoblingRevisedWeb.pdf
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2668828/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2668828/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2668828/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2668828/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC2668828/
http://www.amazon.com/Origins-British-Genetic-Detective-Story/dp/0786718900/sr=8-1/qid=1169420530/ref=pd_bbs_sr_1/105-4886445-0769248?ie=UTF8&s=books
http://www.amazon.com/Origins-British-Genetic-Detective-Story/dp/0786718900/sr=8-1/qid=1169420530/ref=pd_bbs_sr_1/105-4886445-0769248?ie=UTF8&s=books
http://www.amazon.com/Origins-British-Genetic-Detective-Story/dp/0786718900/sr=8-1/qid=1169420530/ref=pd_bbs_sr_1/105-4886445-0769248?ie=UTF8&s=books
http://www.amazon.com/Origins-British-Genetic-Detective-Story/dp/0786718900/sr=8-1/qid=1169420530/ref=pd_bbs_sr_1/105-4886445-0769248?ie=UTF8&s=books
http://dnaconsultants.com/Detailed/71.html
http://dnaconsultants.com/Detailed/71.html
http://dnaconsultants.com/dna-glossary
https://en.wikipedia.org/wiki/The_Seven_Daughters_of_Eve
http://www.mitosearch.org/migration_map_new.pdf
http://www.mitosearch.org/migration_map_new.pdf
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A haplotype, as defined in your mitochondrial DNA lab report, is a specific lineage within 
that haplogroup. Your unique genetic profile reflects your direct line of maternal descent 
from a common female founder. This is defined by a set of mutations on the control 
section of your mitochondrial genome passed down only by females. All female-linked 
relatives of the mother have the same lineage (children, daughter’s children, brothers and 
sisters, mother, maternal grandmother, maternal grandmother’s mother etc.).  
 
It is a mistake to say that mitochondrial DNA is the same as the X chromosome. While it 
is true that females have two X chromosomes and males an X and a Y, mitochondrial DNA 
is not located on any chromosome but is extra-nuclear material with its own genome.  
 
To categorize your lineage, and identify others who belong to it, your mitochondrial 
mutations are compared to the Cambridge Reference Sequence. Mutations consist of 
changes to the expected base in the sequence of your DNA at a nucleotide position—the 
insertion, duplication or omission of A, C, T or G, the chemical building blocks of a genome. 
A usually mutates to C, T to G, and vice versa. Mutations are reported from around the 
world in the Cambridge Mitochondrial DNA Concordance and its successor databases.  
  
How do mutations occur? Are they harmful?  
Mutations are changes in the copies of DNA passed from a parent to offspring. They crop 
up in the DNA record in a random way according to their "molecular clock." In other 
words, they are not caused by anything. Sometimes the DNA just changes, and this affects 
a certain position on the long strands of it that are in every cell of your body. In almost all 
cases, these changes do not do anything. Only in the case of genetic disease do the 
mutations have any effect on us. Even though they do not do anything, though, they 
continue to be passed down in exact copies from parent to offspring. So they are useful 
in identifying individuals who come from the same ancestor. All these descendants are in 
the same lineage. Once a mutation occurs it stamps that line as unique and distinctive 
forever. Descendants are said to be "downstream" from that change.  
 
Matches that are one mutation different (+1 or -1) can almost always be ignored—the 
common ancestor is so far back in time (“upstream”) that the connection is probably not 
meaningful. 
 
Remember the “distaff side” is not remembered or recorded as scrupulously as the male. 
The names of female ancestors in family trees are often forgotten or even purposely 
buried, especially if they were of diverse background, say American Indian, Jewish or a 
person of color.  
 
The female stories in our past are often at odds with the received, standard version you 
read about in the history books! The exploration of your mitochondrial lineage can be a 
deeply rewarding experience even if you do not turn up a connection with royalty, famous 
personages or a prestigious surname. 

http://dnaconsultants.com/images/Sample_Mitochondrial_Lab_Report.pdf
http://dnaconsultants.com/dna-glossary
http://www2.bioanth.cam.ac.uk/mtDNA/toc.html
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Discussion boards and projects exist for nearly all mitochondrial haplotypes and their 
subdivisions (H1, H2 etc.). To join one, see the list at the International Society of Genetic 
Genealogy (http://isogg.org/wiki/MtDNA_haplogroup_projects).  
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For help in evaluating your report, contact us at dpy@dnaconsultants.com or call DNA Consultants 
at 888-806-2588 Monday through Friday 10 a.m. to 6 p.m. Mountain Time. We pride ourselves on 
customized service and will be glad to walk you through your report and answer all your questions 
personally.  

 

http://isogg.org/wiki/MtDNA_haplogroup_projects)
http://www.eupedia.com/europe/european_mtdna_haplogroups_frequency.shtml
http://www.eupedia.com/forum/
http://books.google.com/books?id=ApuuiwUkEZ0C&printsec=frontcover&dq=the+great+human+diasporas&source=bl&ots=WoQ685sUgn&sig=8IlmW6wRGkHY1IChlQVvWtc57cA&hl=en&ei=Dn-ZTM3EOYOKlweXhqQq&sa=X&oi=book_result&ct=result&resnum=4&ved=0CCwQ6AEwAw#v=onepage&q&f=false
http://books.google.com/books?id=ApuuiwUkEZ0C&printsec=frontcover&dq=the+great+human+diasporas&source=bl&ots=WoQ685sUgn&sig=8IlmW6wRGkHY1IChlQVvWtc57cA&hl=en&ei=Dn-ZTM3EOYOKlweXhqQq&sa=X&oi=book_result&ct=result&resnum=4&ved=0CCwQ6AEwAw#v=onepage&q&f=false
http://dnaconsultants.com/books-and-literature/dna-haplotyping-and-diversity
http://www.amazon.com/Origins-British-Genetic-Detective-Story/dp/0786718900/sr=8-1/qid=1169420530/ref=pd_bbs_sr_1/105-4886445-0769248?ie=UTF8&s=books
http://books.google.com/books?id=bX9E4xlY7YwC&dq=the+real+eve&printsec=frontcover&source=bn&hl=en&ei=iH-ZTLKLBcSblgfvjJl3&sa=X&oi=book_result&ct=result&resnum=6&ved=0CDsQ6AEwBQ#v=onepage&q&f=false
http://www.stats.gla.ac.uk/%7Evincent/founder2000/index.html
http://www.phylotree.org/
http://dx.doi.org/10.1002/humu.20921
http://books.google.com/books?id=TSl9AAAACAAJ&dq=deep+ancestry
http://books.google.com/books?id=TSl9AAAACAAJ&dq=deep+ancestry
mailto:dpy@dnaconsultants.com
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